. In the crystal structure, the components of the salt are linked by a combination of intermolecular O-HÁ Á ÁO and N-HÁ Á ÁO, and weak C-HÁ Á ÁO hydrogen bonds, forming a three-dimensional framework. 
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Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: SMART (Bruker, 2001 ); cell refinement: SAINTPlus (Bruker, 2001) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: PLATON (Spek, 2003) ; software used to prepare material for publication: PLATON. 
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Comment
As awareness of the importance of pharmaceutical molecular adducts grows, it becomes imperative to fully understand and investigate the intermolecular interactions in a binary, ternary or multi-component organic adducts (Aakeröy and Salmon, 2005) . 5-sulfosalicylic acid (5-H 2 SSA), is a particularly strong acid which is capable of donating its sulfonic protons to many N-containing heterocycles, forming organic salts (Smith et al., 2006; Meng et al., 2007 and 2008; Fan et al., 2005) .
With the aim of gaining more insight into hydrogen-bonding interactions involving 5-H 2 SSA and pyridine derivatives, we report here the molecular and supramolecular structure of the title compound.
In the asymmetric unit of title compound (I), contains one 5-HSSA -and one 4-CPY + ion. Similar to the analogous organic adducts reported (Meng et al., 2007) , the H atom is transferred from the sulfonic acid group to the pyridine N atom forming an 1:1 organic salt.
In the crystal structure, the component ions are linked by a combination of O-H···O, N-H···O and C-H···O hydrogen bonds (Table 1) , forming a three-dimensional network (Fig.2 ). An analysis using PLATON (Spek, 2003) , showed that there are no other interactions (e.g. C-H···π and π-π) observed in the crystal structure.
Experimental
All reagents and solvents were used as obtained without further purification. Equivalent molar amount of 4-carboxypyridine and 5-sulfosalicylic acid dihydrate were dissolved in 95% methanol (20 ml). The mixture was stirred for 10 minutes at 330 K and then filtered. Colorless needles of (I) suitable for single-crystal X-ray diffraction analysis grew at the bottom of the vessel in one week after slow evaporation of the solution.
Refinement
Owing to the poor quality the crystal selected for diffraction, conventional least squares refinement of the structural model gave R 1 = 0.072. We attempted to select better crystals for diffraction, but none were an improvement. The title compound is racemic in solution but spontaneously resolved upon crystallization. The absolute configuration of the molecules in the crystal selected was readily determined and the configuration has no chemical significance. (7) 143. Symmetry codes: (i) −x+1/2, −y+1, z−1/2; (ii) −x+1, y−1/2, −z+1/2; (iii) −x+1, y+1/2, −z+1/2; (iv) −x+1, y−1/2, −z+3/2; (v) −x+1, y+1/ 2, −z+3/2; (vi) x−1/2, −y+1/2, −z+1.
